SUPPORTING INFORMATION: TABLES

Table S1: Sampling Locations and their site type, region, sampled date, coordinates, and water temperature in order from southern to northern latitudes. FF = free-living, F = fixed; SCH = South of Cape Hatteras, VP = Virginian Province, NCC = North of Cape Cod.
	Site
	Site type
	Region
	Date
	Latitude
	Longitude
	Water Temp (Celsius)
	Sampling Personnel

	Fort Johnson, Charleston, SC (FJ)
	FF
	SCH
	5/21/2019
	32.751103
	-79.902054
	32.2
	C. Gabriel, N. Isastia, T. Lee

	Hobcaw Barony, Georgetown, SC (HB)
	FF
	SCH
	5/20/2019
	33.350536
	-79.190751
	31
	C. Gabriel, N. Isastia, T. Lee

	Fort Fisher, NC (FTF)
	FF
	SCH
	6/9/2019
	33.958989
	-77.942
	27.1
	T. Lee, D. Wright

	UNCW Center for Marine Science, NC (UNCW)
	FF
	SCH
	6/22/2019
	34.140239
	-77.863717
	29.6
	T. Lee, J. Russo, D. Wright

	Harker's Island, NC (HI) 
	F
	SCH
	6/13/2019
	34.72266
	-76.575727
	29.2
	T. Lee

	Ocracoke Island, NC (OCK)
	F
	SCH
	6/17/2019
	35.117566
	-75.986541
	30
	T. Lee

	Quinby Harbor, VA (QBY)
	FF
	VP
	6/26/2019
	37.547747
	-75.731542
	26.4
	A. Blakeslee, A. Fowler, T. Lee, A. Mott

	Little Tom's Cove, Assateague Island, VA (LTC)
	FF
	VP
	6/25/2019
	37.886791
	-75.346134
	24.2
	A. Blakeslee, A. Fowler, T. Lee, A. Mott

	Little Egg Harbor/Tuckerton, NJ (TUCK)
	FF
	VP
	7/10/2019
	39.508973
	-74.320067
	28.3
	T. Lee

	Crab Meadow Beach, NY (CM)
	F
	VP
	7/9/2019
	40.928615
	-73.32685
	23.2
	T. Lee

	Seaside Park, CT (SP)
	F
	VP
	7/8/2019
	41.150499
	-73.213405
	25.3
	T. Lee

	Lighthouse Point, CT (LHP)
	F
	VP
	7/7/2019
	41.248059
	-72.904171
	27.4
	T. Lee

	Sandy Point, RI (SSP)
	F
	VP
	8/3/2019
	41.661758
	-71.409756
	28.6
	T. Lee

	Oakland Beach, RI (WCK)
	F
	VP
	8/2/2019
	41.684452
	-71.399952
	29.9
	T. Lee

	Millway Beach, MA (MB)
	F
	NCC
	8/9/2019
	41.709342
	-70.297774
	26.3
	T. Lee

	Provincetown Marina, MA (PT)
	F
	NCC
	8/4/2019
	42.050038
	-70.185916
	21.3
	T. Lee

	Jackson Lab, Durham, NH (JEL)
	F
	NCC
	8/8/2019
	43.091928
	-70.864512
	23
	T. Lee





Table S2: Proportion of free-living macroinvertebrates (cumulative >95%) out of 39 total species (N = 10,113) cumulatively, and in the North of Cape Cod (NCC), Virginian Province (VP), and South of Cape Hatteras (SCH) bioregions.
	Overall (n = 10,113)
	NCC (n = 2,009)
	VP (n = 5,550)
	SCH (n = 2,554)

	Taxa
	%
	Taxa
	%
	Taxa
	%
	Taxa
	%

	Gammarus mucronatus
	22.66
	Ampithoe longimana
	81.58
	Gammarus mucronatus
	28.50
	Ilyanassa obsoleta
	31.21

	Ampithoe longimana
	20.39
	Caprella spp.
	6.97
	Gammarus lawrencianus
	26.27
	Gammarus mucronatus
	27.02

	Gammarus lawrencianus
	14.72
	Mercenaria spp.
	5.28
	Ampithoe valida
	11.06
	Ampithoe longimana
	9.16

	Ilyanassa obsoleta
	9.72
	Argopecten irradians
	2.19
	Caprella spp.
	8.97
	Cyathura polita
	8.54

	Ampithoe valida
	8.03
	 
	 
	Littorina littorea
	7.55
	Ampithoe valida
	7.75

	Caprella spp.
	7.76
	 
	 
	Idotea balthica
	6.61
	Caprella spp.
	5.76

	Littorina littorea
	4.14
	 
	 
	Ampithoe longimana
	3.41
	Bittium varium
	3.68

	Idotea balthica
	3.67
	 
	 
	Ilyanassa obsoleta
	3.35
	Myrianida spp.
	3.41

	Cyathura polita
	2.32
	 
	 
	 
	 
	 
	 

	Myrianida spp.
	1.28
	 
	 
	 
	 
	 
	 

	Mercenaria spp.
	1.09
	 
	 
	 
	 
	 
	 



Table S3 Free-Living AICc table for Gaussian GLMM testing response variable “abundance” (square root transformation of raw counts/G. vermiculophylla biomass) with site as random effect. region = biogeographic region; salinity = seawater salinity (ppt); watertemp = seawater temperature (Celsius).
	 
	AICc
	ΔAICc
	AICc Wt.
	Cumulative Wt.

	watertemp + region 
	352.48
	0.00
	0.46
	0.46

	region
	354.12
	1.64
	0.20
	0.67

	watertemp 
	354.50
	2.02
	0.17
	0.83

	salinity + region
	356.15
	3.67
	0.07
	0.91

	watertemp + salinity
	356.67

	4.19
	0.06
	0.96

	NULL	
	358.33
	5.86
	0.02
	0.99

	salinity 
	360.09
	7.61
	0.01
	1.00



Table S4 Model output for top performing model for free-living abundance in Table S3. Formula = Abundance ~ watertemp + region + site. The random intercept of the site has variance = 2.052, and standard deviation of 1.432. Conditional R2 = 0.556 (fixed and random variables), marginal R2 = 0.234 (fixed variables only). 
	 
	Chi-sq
	DF
	p-value

	Intercept
	4.610
	1
	0.032	

	watertemp
	3.311
	1
	0.069

	region
	2.307
	2
	0.315



Table S5: Model output for second highest performing model for free-living abundance in Table S3. Formula = Abundance ~ region + site. The random intercept of the site has variance 2.498, and standard deviation of 1.581. Conditional R2 = 0.550 (fixed and random variables); marginal R2 = 0.153 (fixed variables only). 
	 
	Chi-sq
	DF
	p-value

	Intercept
	15.157
	1
	<0.001

	region 
	5.182
	2
	0.075



Table S6: Free-Living AICc table for Gaussian GLMM testing response variable “richness” (log [number of species/G. vermiculophylla biomass + 1] transformation) with site as a random effect. region = biogeographic region; salinity = seawater salinity (ppt); watertemp = seawater temperature (Celsius).
	 
	AICc
	ΔAICc
	AICc Wt.
	Cumulative Wt.

	region 
	66.62
	0.00
	0.70
	0.70

	watertemp + region
	68.82
	2.20
	0.23
	0.94

	watertemp
	73.20
	6.57
	0.03
	0.96

	salinity + region 
	73.47
	6.85
	0.02
	0.99

	NULL
	74.73
	8.10
	0.01
	1.00

	watertemp + salinity
	79.13
	12.50
	0.00
	1.00

	salinity 
	79.68
	13.06
	0.00
	1.00



Table S7: Model output for highest performing model for free-living richness in Table S6. Formula = Richness ~ site. The random intercept of the site has variance 2.82 x 10-6, and standard deviation of 0.002. Conditional R2 = 0.282 (fixed and random variables); marginal R2 = 0.282 (fixed variables only). 
	 
	Chi-sq
	DF
	p-value

	Intercept
	81.086
	1
	<0.001

	region
	32.233
	2
	<0.001



Table S8: Free-Living AICc table for Gaussian GLMM testing response variable “diversity” (square root transformation of Shannon-Wiener Diversity Index) with site as random effect. region = biogeographic region with sites nested; salinity = seawater salinity (ppt); watertemp = seawater temperature (Celsius).
	 
	AICc
	ΔAICc
	AICc Wt.
	Cum. Wt.

	NULL
	72.40
	0.00
	0.90
	0.90

	region 
	78.59
	6.19
	0.04
	0.94

	salinity
	79.44
	7.04
	0.03
	0.97

	watertemp 
	79.49
	7.09
	0.03
	1.00

	salinity + region
	85.35
	12.95
	0.00
	1.00

	watertemp + region 
	85.37
	12.97
	0.00
	1.00

	watertemp + salinity 
	86.38
	13.98
	0.00
	1.00



Table S9: Model output for highest performing model for free-living richness in Table S8. Formula = Diversity ~ site. The random intercept of the site has variance 0.089, and standard deviation of 0.298. Conditional R2 = 0.493 (fixed and random variables); marginal R2 = 0.000 (fixed variables only). 
	 
	Chi-sq
	DF
	p-value

	Intercept
	117.68
	1
	<0.001



Table S10: Comparison of free-living species abundance (counts/G. vermiculophylla biomass) between South of Cape Hatteras (SCH) and Virginian Province (VP) based on Similarity of Percentage (SIMPER) results that represents >95% cumulative. 
	Average dissimilarity = 75.89
	 
	 
	 
	 
	 
	 

	 
	SCH
	VP
	       
	       
	        
	     

	Species
	Avg. Abundance
	Avg. Abundance
	Avg. Dissimilarity
	Dissimilarity St. Dev.
	Contribution %
	Cumulative %

	Gammarus mucronatus
	0.71
	0.75
	13.95
	1.16
	18.38
	18.38

	Ilyanassa obsoleta
	0.54
	0.15
	8.87
	0.92
	11.68
	30.07

	Ampithoe valida
	0.29
	0.52
	8.8
	1.18
	11.59
	41.66

	Gammarus lawrencianus
	0
	0.4
	7.43
	0.76
	9.79
	51.45

	Caprella spp.
	0.22
	0.32
	6.23
	1.01
	8.21
	59.66

	Myrianida spp.
	0.27
	0.08
	6.06
	0.61
	7.98
	67.63

	Ampithoe longimana
	0.2
	0.18
	5.16
	0.87
	6.8
	74.44

	Cyathura polita
	0.27
	0.03
	4.16
	0.74
	5.49
	79.92

	Idotea balthica
	0
	0.17
	3.68
	0.39
	4.85
	84.78

	Edotia triloba
	0.08
	0.01
	2.15
	0.31
	2.84
	87.61

	Littorina littorea
	0
	0.11
	2.01
	0.37
	2.65
	90.26

	Dyspanopeus spp.
	0.02
	0.09
	1.72
	0.56
	2.27
	92.53

	Oligochaete
	0.08
	0
	1.71
	0.25
	2.25
	94.78

	Rimapenaeus constrictus
	0.07
	0
	1.65
	0.43
	2.18
	96.96



Table S11 Comparison of free-living species abundance (counts/G. vermiculophylla biomass) between South of Cape Hatteras (SCH) and North of Cape Cod (NCC) based on Similarity of Percentage (SIMPER) results that represents >95% cumulative.
	Average dissimilarity = 84.85
	 
	 
	 
	 
	 
	 

	 
	SCH
	NCC
	       
	       
	        
	     

	Species
	Avg. Abundance
	Avg. Abundance
	Avg. Dissimilarity
	Dissimilarity St. Dev.
	Contribution %
	Cumulative %

	Ampithoe longimana
	0.2
	2.08
	24.45
	1.38
	28.81
	28.81

	Gammarus mucronatus
	0.71
	0.37
	12.06
	1.02
	14.22
	43.03

	Caprella spp.
	0.22
	0.6
	8.26
	1.23
	9.74
	52.77

	Mercenaria spp.
	0.01
	0.67
	7.78
	0.82
	9.17
	61.94

	Ilyanassa obsoleta
	0.54
	0
	7.4
	0.79
	8.72
	70.66

	Myrianida spp.
	0.27
	0.22
	5.58
	0.61
	6.58
	77.24

	Ampithoe valida
	0.29
	0
	4.91
	0.81
	5.79
	83.02

	Cyathura polita
	0.27
	0
	3.62
	0.67
	4.27
	87.29

	Argopecten irradians
	0
	0.26
	2.4
	0.72
	2.83
	90.13

	Oligochaete
	0.08
	0.03
	1.95
	0.31
	2.3
	92.42

	Edotia triloba
	0.08
	0
	1.83
	0.28
	2.16
	94.58

	Rimapenaeus constrictus
	0.07
	0
	1.47
	0.41
	1.73
	96.31



Table S12 Comparison of free-living species abundance (counts/G. vermiculophylla biomass) between Virginian Province (VP) and North of Cape Cod (NCC) based on Similarity of Percentage (SIMPER) results that represents >95% cumulative.
	Average dissimilarity = 83.25
	 
	 
	 
	 
	 
	 

	 
	VP
	NCC
	       
	       
	        
	     

	Species
	Avg. Abundance
	Avg. Abundance
	Avg. Dissimilarity
	Dissimilarity St. Dev.
	Contribution %
	Cumulative %

	Ampithoe longimana
	0.18
	2.08
	24.3
	1.34
	29.19
	29.19

	Gammarus mucronatus
	0.75
	0.37
	11.7
	1.01
	14.05
	43.23

	Caprella spp.
	0.32
	0.6
	8.5
	1.15
	10.21
	53.44

	Mercenaria spp.
	0
	0.67
	7.76
	0.81
	9.32
	62.77

	Ampithoe valida
	0.52
	0
	7.54
	1
	9.05
	71.82

	Gammarus lawrencianus
	0.4
	0.09
	7.37
	0.77
	8.85
	80.67

	Idotea balthica
	0.17
	0.06
	3.69
	0.41
	4.44
	85.11

	Myrianida spp.
	0.08
	0.22
	3.01
	0.87
	3.62
	88.72

	Argopecten irradians
	0
	0.26
	2.4
	0.72
	2.88
	91.61

	Littorina littorea
	0.11
	0
	1.81
	0.35
	2.18
	93.78

	Ilyanassa obsoleta
	0.15
	0
	1.8
	0.39
	2.17
	95.95




Table S13: Proportion of parasites (cumulative >95%) out of 9 total species (N = 183 infected Ilyanassa obsoleta) cumulatively, and in the North of Cape Cod (NCC), Virginian Province (VP), and South of Cape Hatteras (SCH) bioregions; n = number of Ilyanassa obsoleta dissected. AV = Austrbilharzia variglandis, DN = Diplostomum nassa, GA = Gynaecotyla adunca, HQ = Himasthla quissetensis, LS = Lepocreadium setiforides, PM = Pleurogonius malaclemys, ST = Stephanostomum tenue, ZL = Zoogonus lasius
	Overall (n = 1,600)
	NCC (n = 200)
	VP (n = 800)
	SCH (n = 600)

	Taxa
	%
	Taxa
	%
	Taxa
	%
	Taxa
	%

	LS
	30.60
	ZL
	28.57
	LS
	48.42
	GA
	71.67

	GA
	28.42
	HQ
	25.00
	ZL
	21.05
	ZL
	13.33

	ZL
	19.67
	LS
	25.00
	HQ
	9.47
	ST
	5.00

	HQ
	9.29
	ST
	10.71
	GA
	9.47
	LS
	5.00

	ST
	4.92
	AV
	3.57
	PM
	6.32
	 
	 

	PM
	3.28
	DN
	3.57
	ST
	3.16
	 
	 



Table S14: Parasite AICc table for Binomial GLM testing response variable “prevalence” (proportion of Ilyanassa obsoleta infected with parasites in each site) with biogeographic region as random effect. avggvbiomass = average Gracilaria vermiculophylla biomass (g); region = biogeographic region (North of Cape Cod, Virginian Province, South of Cape Hatteras); salinity = seawater salinity (ppt); watertemp = seawater temperature (oC); avgsnailcount = average count of Ilyanassa obsoleta, seabirdwaders = total count of seabirds and wading birds.
	 
	AICc
	ΔAICc
	AICc Wt.
	Cumulative Wt.

	avggvbiomass
	8.98
	0.00
	0.77
	0.77

	region
	12.00
	3.02
	0.17
	0.94

	avggvbiomass + region
	15.70
	6.71
	0.03
	0.97

	avgsnailcount + avggvbiomass + seabirdwaders
	15.79
	6.81
	0.03
	1.00



Table S15: Model output for top performing model in Table S13. Formula = Prevalence ~ avggvbiomass. 
	 
	Β Estimate
	Standard Error
	z-value
	p-value

	Intercept
	-2.234
	1.004
	-2.225
	0.026

	avggvbiomas
	-0.891
	1.496
	-0.596
	0.552



Table S16: Parasite AICc table for Poisson GLM testing response variable “richness” (number of parasite species) with biogeographic region as random effect. avggvbiomass = average G. vermiculophylla biomass (grams); region = biogeographic region (North of Cape Cod, Virginian Province, South of Cape Hatteras); salinity = seawater salinity (ppt); watertemp = seawater temperature (Celsius); avgsnailcount = average count of Ilyanassa obsoleta, seabirdwaders = total count of seabirds and wading birds.
	 
	AICc
	ΔAICc
	AICc Wt.
	Cumulative Wt.

	avggvbiomass 
	63.80
	0.00
	0.54
	0.54

	region
	65.18
	[bookmark: _Hlk149209801]1.39
	0.27
	0.82

	avggvbiomass + region
	67.20
	3.41
	0.10
	0.92

	avgsnailcount + avggvbiomass + seabirdwaders
	67.84
	4.04
	0.07
	0.99

	watertemp + salinity + region
	71.70
	7.91
	0.01
	1.00



Table S17: Model output for top performing model in Table S15. Formula = Richness ~ avggvbiomass. 
	 
	Β Estimate
	Standard Error
	z-value
	p-value

	Intercept
	1.038
	0.153
	6.798
	<0.001

	avggvbiomass
	-0.313
	0.191
	-1.645
	0.100



Table S18: Model output for second highest performing model in Table S15. Formula = Richness ~ region. SCH = South of Cape Hatteras, VP = Virginian Province 
	 
	β Estimate
	Standard Error
	z-value
	p-value

	Intercept
	1.705
	0.302
	5.654
	<0.001

	region (SCH)
	-0.932
	0.410
	-2.274
	0.023

	region (VP)
	-0.649
	0.367
	-1.770
	0.077



Table S19: Parasite AICc table for Gaussian GLM testing response variable “diversity” (Shannon-Wiener Diversity Index) with biogeographic region as random effect. avggvbiomass = average G. vermiculophylla biomass (grams); region = biogeographic region (North of Cape Cod, Virginian Province, South of Cape Hatteras); salinity = seawater salinity (ppt); watertemp = seawater temperature (Celsius); avgsnailcount = average count of Ilyanassa obsoleta, seabirdwaders = total count of seabirds and wading birds.
	 
	AICc
	ΔAICc
	AICc Wt.
	Cumulative Wt.

	region
	30.96
	0.00
	0.54
	0.54

	[bookmark: _Hlk149209941]avggvbiomass
	31.89
	0.93
	0.34
	0.34

	avggvbiomass + region
	34.86
	3.90
	0.08
	0.08

	avgsnailcount + avggvbiomass + seabirdwaders
	37.74
	6.78
	0.02
	0.02

	watertemp*salinity + region
	38.51
	7.55
	0.01
	0.01



Table S20: Model output for highest performing model in Table S18. Formula = Diversity ~ region. SCH = South of Cape Hatteras, VP = Virginian Province 
	 
	β Estimate
	Standard Error
	z-value
	p-value

	Intercept
	1.416
	0.347
	4.079
	0.001

	region (SCH)
	-0.961
	0.401
	-2.397
	0.032

	region (VP)
	-0.744
	0.388
	-1.917
	0.077



Table S21: Model output for second highest performing model in Table S18. Formula = Diversity ~ avggvbiomass. 
	 
	Β Estimate
	Standard Error
	z-value
	p-value

	Intercept
	0.684
	0.136
	5.011
	<0.001

	avggbiomass
	-0.153
	0.141
	-1.088
	0.295



Table S22: Comparison of parasite species in South of Cape Hatteras and Virginian Province based on Similarity of Percentage (SIMPER) results that represents >95% cumulative. GA = Gynaecotyla adunca, HQ = Himasthla quissetensis, LS = Lepocreadium setiforides, PM = Pleurogonius malaclemys, SD = Stephanostomum dentatum, ST = Stephanostomum tenue, ZL = Zoogonus lasius
	Average dissimilarity = 72.03
	
	
	
	

	
	SCH
	VP
	       
	       
	        
	     

	Species
	Avg. Abundance
	Avg. Abundance 
	Avg. Dissimilarity
	Dissimilarity St. Dev.
	Contribution %
	Cumulative %

	LS
	0.5
	1.8
	16.59
	1.45
	23.03
	23.03

	GA
	1.55
	0.38
	15.62
	0.83
	21.69
	44.72

	ZL
	0.8
	1.28
	15.04
	1.05
	20.88
	65.6

	HQ
	0.17
	0.73
	7.68
	0.91
	10.66
	76.27

	PM
	0
	0.4
	6.82
	0.41
	9.47
	85.74

	ST
	0.4
	0.3
	5.02
	0.78
	6.97
	92.71

	SD
	0.24
	0
	3.27
	0.41
	4.54
	97.25



Table S23: Comparison of parasite species in South of Cape Hatteras and North of Cape Cod based on Similarity of Percentage (SIMPER) results that represents >95% cumulative. AV = Austrbilharzia variglandis, GA = Gynaecotyla adunca, HQ = Himasthla quissetensis, LS = Lepocreadium setiforides, PM = Pleurogonius malaclemys, ST = Stephanostomum tenue, ZL = Zoogonus lasius
	Average dissimilarity = 68.89
	
	
	
	

	
	SCH
	NCC
	       
	       
	        
	      

	Species
	Avg. Abundance
	Avg. Abundance 
	Avg. Dissimilarity
	Dissimilarity St. Dev.
	Contribution %
	Cumulative %

	HQ
	0.17
	1.87
	15.77
	2.59
	22.96
	22.96

	ZL
	0.8
	1.93
	12.3
	1.08
	17.91
	40.87

	GA
	1.55
	0
	10.6
	0.74
	15.44
	56.3

	LS
	0.5
	1.72
	9.51
	1.43
	13.85
	70.16

	ST
	0.4
	1.21
	8.51
	1.57
	12.39
	82.54

	SD
	0.24
	0.5
	4.58
	0.94
	6.67
	89.21

	AV
	0
	0.5
	3.71
	0.93
	5.4
	94.6

	DN
	0
	0.5
	3.71
	0.93
	5.4
	100



Table S24: Comparison of parasite species in North of Cape Cod and Virginian Province based on Similarity of Percentage (SIMPER) results that represents >95% cumulative. AV = Austrbilharzia variglandis, DN = Diplostomum nassa, HQ = Himasthla quissetensis, LS = Lepocreadium setiforides, PM = Pleurogonius malaclemys, SD = Stephanostomum dentatum, ST = Stephanostomum tenue, ZL = Zoogonus lasius
	Average dissimilarity = 54.20
	
	
	
	

	
	VP
	NCC
	       
	       
	        
	     

	Species
	Avg. Abundance
	Avg. Abundance 
	Avg. Dissimilarity
	Dissimilarity St. Dev.
	Contribution %
	Cumulative %

	HQ
	0.73
	1.87
	10.48
	1.26
	19.33
	19.33

	LS
	1.8
	1.72
	10.18
	1.54
	18.77
	38.11

	ZL
	1.28
	1.93
	9.46
	0.95
	17.45
	55.55

	ST
	0.3
	1.21
	8.32
	1.8
	15.34
	70.9

	PM
	0.4
	0
	3.55
	0.46
	6.55
	77.45

	DN
	0.13
	0.5
	3.52
	0.93
	6.5
	83.95

	AV
	0.13
	0.5
	3.48
	0.94
	6.41
	90.36

	SD
	0
	0.5
	3.42
	0.93
	6.3
	96.67





SUPPORTING INFORMATION: FIGURES

[image: ]
Figure S1. Rarefaction curves demonstrating observed S(est) and extrapolated S(extrapolated) species richness of associated free-living macroinvertebrates with Gracilaria vermiculophylla as individuals accumulate across the three biogeographic regions along the U.S. East Coast, including NCC = North of Cape Cod, VP = Virginian Province, and SCH = South of Cape Hatteras. Observed richness is in darker hues (dark orange = NCC, black = VP, and dark blue = SCH), while extrapolated richness is in lighter hues (orange = NCC, gray = VP, and blue = SCH). The extrapolation curves were arrested once all groupings had reached an asymptote in richness. 
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Figure S2: Scatterplots and regression lines between parasitic (A) prevalence (R2 = 0.1954, p = 0.0865), (B) richness (R2 = 0.1549, p = 0.095), and (C) diversity (R2 = 0.078, p = 0.295) and G. vermiculophylla biomass. 
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