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Supplemental Information Figure 6: Diploscapter COX1 Maximume-Likelihood Tree

'0.887

0.854

~0.983

~0:859

— 0.081

f

0.595
ﬁ - F412-75100_NODE_3777_length_318_LC213018_Diploscapter_coronatus_start19_stop483
1

F222-2550_NODE_8915_length_153_LC213018_Diploscapter_coronatus_start8_stop239
F222-75100_NODE_280_length_153_LC213018_Diploscapter_coronatus_start8_stop239
F411-025_NODE_7694_length_153_LC213018_Diploscapter_coronatus_start8_stop239
F411-2550_NODE_248_length_153_LC213018_Diploscapter_coronatus_start8_stop239
F411-75100_NODE_9371_length_153_LC213018_Diploscapter_coronatus_start8_stop239
F412-2550_NODE_7_length_153_LC213018_Diploscapter_coronatus_start8_stop239
F412-75100_NODE_7379_length_153_LC213018_Diploscapter_coronatus_start8_stop239
F221-2550_NODE_4_length_153_LC213018_Diploscapter_coronatus_start7_stop244
F222-025_NODE_16_length_153_LC213018_Diploscapter_coronatus_start7_stop244
F411-025_NODE_177_length_153_LC213018_Diploscapter_coronatus_start7_stop244
F412-75100_NODE_135_length_153_LC213018_Diploscapter_coronatus_start7_stop244
F421-025_NODE_219_length_153_LC213018_Diploscapter_coronatus_start7_stop244
F422-025_NODE_24_length_153_LC213018_Diploscapter_coronatus_start7_stop244 ga— D. Coronatus
F412-2550_NODE_10_length_117_LC213018_Diploscapter_coronatus_start10_stop161
F412-5075_NODE_3470_length_117_LC213018_Diploscapter_coronatus_start10_stop161
F411-2550_NODE_12651_length_372_LC213018_Diploscapter_coronatus_start24_stop555
F422-75100_NODE_30277_length_381_LC213018.1.7601.9166_Diploscapter_Diploscapter_coronatus_start27_stop555
F421-2550_NODE_22360_length_342_LC213018_Diploscapter_coronatus_start21_stop516
F212-75100_NODE_20493_length_219_LC213018_Diploscapter_coronatus_start10_stop350

F112-75100_NODE_238_length_381_LC213018_Diploscapter_coronatus_start23_stop577

F412-75100_NODE_30897_length_390_LC213018_Diploscapter_coronatus_start26_stop573
0.587

F212-75100_NODE_576_length_189_LC213018_Diploscapter_coronatus_start10_stop294

F412-2550_NODE_3109_length_411_LC213018_Diploscapter_coronatus_start31_stop588

F412-5075_NODE_2338_length_492_LC213018_Diploscapter_coronatus_start37_stop704

-
LC213018_Rhabditina_Diploscapter_coronatus

N11224_Plectina_Plectus_frigophilus A maximum-likelihood tree of all contigs identified as belonging to the genus Diploscapter, along
N9790_Plectina_Plectus_sp. with their reference sequences from the Nema-mtDB. The tree is rooted using Plectus COX1
N11199_Plectina_Plectus_murrayi sequences as the outgroup. Clustering with like contigs and reference sequences were used for
KU759347_Plectina_Plectus_parvus haplotype detection and poorly aligned contigs were considered as errors and removed prior to
KU759336_Plactina_Plectus_aquatilis community analyses. Clusters are outlined with brackets and labelled with the assigned species.
KU759337_Plectina_Plectus_opisthocirculus Contigs are labelled with sample ID, assembled contig node ID, reference sequence match length,

reference sequence ID, and start and stop positions within the reference sequence.



