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Bactrocera cinnabaria: a) trnR-trnN (24 bp); b) trnE-trnF (18 bp); and c) rrnL-trnV (29 bp) 

 

Bactrocera propinqua: a) trnQ-trnM (69 bp); b) trnC-trnY (31 bp); c) trnR-trnN (26 bp); and d) rrnL-trnV 
(30 bp) 

Fig. S1. Stem-loop structures of intergenic sequences in the mitogenomes of Bactrocera cinnabaria and B. 
propinqua. 


