Supplementary caption:

Figure S1. The mitogenome maps of Agrilus sichuanus, Coraebus cloueti, Coraebus diminutus,

Meliboeus sinae, and Sambus femoralis.

Figure S2. The secondary cloverleaf structure for the tRNAs of Agrilus sichuanus.

Figure S3. The secondary cloverleaf structure for the tRNAs of Coraebus cloueti.

Figure S4. The secondary cloverleaf structure for the tRNAs of Coraebus diminutus.

Figure S5. The secondary cloverleaf structure for the tRNAs of Meliboeus sinae.

Figure S6. The secondary cloverleaf structure for the tRNAs of Sambus femoralis.

Figure S7. Heterogeneous sequence divergence within datasets 13 PCGs and 2 rRNAs of

Buprestidae species.
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Figure S1. The mitogenome maps of Agrilus sichuanus, Coraebus cloueti, Coraebus diminutus,

Meliboeus sinae, and Sambus femoralis.



' '
tmD *iﬁ trnE f\{g}? tnF %;L

lI 1‘

A-ti wjﬁey‘\w Q{;E\Uﬁj eiﬁ » &

o
tmH |} L1
g
f u‘ (_‘.4\_4_.;4? _ 3_ﬁ ) -f%
Seod Gt Cigid PO ey
"r.ﬁ“*"‘%. s Fo ey kN 1}4? GriraeA
il \fy\-wu"
I ix
kﬂ"‘. A
b S
A N Sad’
‘ R y ‘ .\
-4 + & § ¥ -
f i i i o
trnL2 bt trnM Ty tmN §}  _ unP b& tnQ M
. =6 A i
'K}H 33 A 1—? ,‘(* ‘ Lf&L?'ﬁfk{(k H\Ea— C‘_Ck (}\\ 'Y e I{%Aﬁ/\ ’ (pi“;f&:-? A o jﬁ%' F;h'{\z‘ MP —liH—t ({(H \r""'rrgﬁ’}‘
S st et Ot P S
}?'f“’(j L?; D+ oy ?w!
g;i;fl ::;f: 1'7_{‘ ; ; ;ﬂU
- £ i, i i
Y f e [y oy %
by 44 " , Gy bkﬁ..(/.f\ "LlF@/“ )
2 o i & v B
trnR 4 r trnS1 lt‘lﬁ rnS2 ih trnT H trn %—11
Pay o et i ) & , 4+ 5. ﬁl:%h 5
iy fﬁ ;*f N c‘::\z”“c' i.-n&‘ e {},L «, [ ftié,ﬁiﬂ}f&fﬁj : O«LH o “}i < E}_ E_g o l\[:__t?ﬁ 53 ; :,
}}:—xl— A .ﬁ‘ h 6 ‘\.“.a A e o by p:
i o i 0 H
l},,&ﬁ}“_ :{E A p ,ﬂ;: &k“‘\"‘m . ’t‘:ﬂl
fi\o_(’i o Tt Yy ot iy
N A
] q g
W H tmY ﬁv
trn ) r&e_ ™ gl
e

‘& 1‘rl~-[
&(ff m.#{“ kﬂ(
§ é’; IS
il
- o

Figure S2. The secondary cloverleaf structure for the tRNAs of Agrilus sichuanus
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Figure S3. The secondary cloverleaf structure for the tRNAs of Coraebus cloueti.



Figure S4. The secondary cloverleaf structure for the tRNAs of Coraebus diminutus.
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Figure S5. The secondary cloverleaf structure for the tRNAs of Meliboeus sinae.
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Figure S6. The secondary cloverleaf structure for the tRNAs of Sambus femoralis.

-
’ {A}g :h{/x 1 kiﬁjff-u N )ﬁLT—ﬁ{K%ij{a\-%{ ﬁ;‘ ( VC{*&H‘\# J‘l}{

TN
TN




2 g
k%) o £
E Tz 32
@ 2 3 S, ef8 2
= @ . i) = ‘B = =
S8f8sfefes¢ess, ¢
mg-g:'ggaoo_@m%-am-:Q
=T 23RS GEE DRS00 8w
=S £ 00T 5 sS=20§5cg 3
TS e IBESEEZES
E9%333F venntabody
v uwRLL 53X XEX200 95
S22 ccoSE5E88s28¢gs
TR R L L L=X iSO ~
5550008 c 8B TEI ST
ITILIV0OO0OO0O=SnrmrRRE<T=0<aCXT
Agrilus mali
Agrilus planipennis
Agrilus sichuanus
Coraebus cavifrons
Coraebus cloueti
Coraebus diminutus
Meliboeus sinae
Sambus femoralis
Trachys auricollis
Trachys troglodytiformis
Trachys variolaris
Anthaxia chinensis
Melanophila acuminata H-1.0..-0.9
Chrysochroa fulgidissima :'ggﬁg
Acmaeodera sp o 0'7'" -0-6
Dryops ernesti ._0'6"' _0'5
Heterocerus parallelus B-05..-0.4
“» © E N-04..-03
g =5 2 0-0.3...-0.2
i T %] =
2,2 8 4, 8,28 2 #0204
< oW 3 =0 x 2 a =)} -
s 32 @ =T o 3T < B PR
8ESZESSs8sggsagg 0.0... 0.1
= 28653 ETDESo300g 90.4..0.2
TS gupu®3 8858 EC
EQU;ESE%,O%(OM_@%EOU:% m02.03
£35%%¢gRa3ss235888°¢8 ¥03.. 0.4
5555553588888 8523 M04..05
TIL00CITRRREITI=S0OIAI M 0.5..06
. . M 0.6... 0.7
Agrilus mali HO0.7. 08
Agrilus planipennis H08..09
Agrilus sichuanus H009..1.0

Coraebus cavifrons
Coraebus cloueti
Coraebus diminutus
Meliboeus sinae
Sambus femoralis
Trachys auricollis
Trachys troglodytiformis
Trachys variolaris
Anthaxia chinensis
Melanophila acuminata
Chrysochroa fulgidissima
Acmaeodera sp

Dryops emesti
Heterocerus parallelus

13 PCGs

Figure S7. Heterogeneous sequence divergence within datasets 13 PCGs and 2 rRNAs of
Buprestidae species



